October 16, 1950

I do not remember vhether or not I answered your letier
of Scptember € when it arriveds At any rate, it will not do any
haym for me to answer 1t again.

Our protein program is moving slong very welle It is in
general considsrahly different fyom that whieh you gketoh out in
your lettar, in that we do not propose %o try to wvork out a struoe
ture from a etordim‘wﬂendatawismtw priori sssump-
tioms. You know that our progrem of determining the structures of
aming scids and peptides and other simpler substances was for the
purpose of providing metrieal information thut would permit us to
predict structures for proteins, whioch could then be suljectéd to
axperimentsa) testa,

The first part of our attack is, hovever, similar %o
yours - that of examining data for glebular proteins to find the
distritution of globulcs with high tomic density« Thlis Las alw
resdy been done here for lysozyme, and I hope thit the rosults
will be published before longe They are lLeld up at present be-
eause ve have been so cicited by our succees in the prediction
of structures that we are concentrating oi: his uspect of the
protleme

I agree with you that the vhole protein protlem is such
an important one that it f3 well worth vhile to hove a large mum=
ber of people working on 1t.

With best wishes to you, I =m

Sinceraly yours,

Iirus Pauling:V



